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Supplementary Figure 5

T cells that have undergone CRISPR multiplex knockout with E4orf6/E1b55k-H373A display a normal karyotype  
a b

Untreated 400-450 20 N
AAV.sgTim3.GFP 300-450 20 N
AAV.sgTim3.sgTCRa.GFP 300-400 20 N
Cas9 alone 300-550 20 N
Cas9 + AAV.sgTim3.GFP 300-450 20 N
Cas9 + AAV.sgTim3.sgTCRa.GFP 450-650 20 N
Cas9 + E4orf6/E1b55k-H373A + AAV.sgTim3.GFP 300-400 20 N
Cas9 + E4orf6/E1b55k-H373A + AAV.sgTim3.sgTCRa.GFP 300-450 20 N

Metaphase 
cells analyzedBand LevelSample

Abnormalities 
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c Table 1. Summary data of karyotype results
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